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Detection of the class | integrons, sull and sul2 genes

in trimethoprim-sulfamethoxazole resistant Laribacter hongkongensis isolates
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ZHANG Ou' ,KANG Yan®,YU Shou-yi' ,CHEN Qing',HU Jing'
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ABSTRACT: The objective was to study the occurrence of sulphonamide resistance genes and class | integrons in Lari-

bacter hongkongensis (ILH) isolates. The isolates were obtained from freshwater fishes and frogs. The trimethoprim-sulfame-

thoxazole (SXT) agent susceptibility was carried out by the K-B disk diffusion method. and all sulphonamide-resistant isolates

were investigated for the presence of sull, sul2 and class I integron genes by PCR. The 15. 6% (20/128) of the Laribacter

hongkongensis isolates were resistant to SXT. Among the SXT resistant isolates, sull, sul2 and class I integron genes were de-

tected out 90% (18/20), 50% (10/20) and 80% (16/20),

respectively. Results indicate that the mechanism of SXT-resistant

LH isolates from freshwater fishes and frogs are likely to associate with sull, sul2 and class I integron genes.
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Tab. 2 Class I integrons and sul genes detected in the 20 SXT-

resistant Laribacter hongkongensis isolates
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