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Biological characteristics of vaccine candidate A19-AVirB12 mutant

strain of Brucella abortus
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ABSTRACT : The aim of this study is to determine the biological characteristics and immunogenicity of the candidate vaccine
of A19-AVirB12 mutant strain for development of a novel marker brucellosis vaccine. Growth characteristics, staining proper-
ties, generation stability, virulence, and immunological protection between A19-AVirB12 and its parent strain A19 were com-
pared. The results showed that the growth and biochemistry characteristics of A19-AVirB12 were similar to the parent strain.
In the mice model, A19-AVirB12 strain was attenuated and induced the similar immunological protection levels as A19 vaccine
strain. Also, it had good heredity stability. The results suggest that A19-AVirB12 mutant strain has low virulence, high genet-
ic stability, and good immunogenicity, and could be a new marker vaccines using for the prevention and control of animal bru-
cellosis.
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Fig.1 Culture of A19-AVirB12 strain
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Fig.2 Gram staining of A19-AVirB12 strain

3 AI9-AVirBR2R W Z TR ELE
Fig. 3 Cozy Roelfs Ki staining of A19-AVirB12 strain
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Fig. 4 Identification of A19-AVirB12 in vitro by PCR
1:The first generation of A19-AVirB12 strain;
2:The fifth generation of A19-AVirB12 strain;
3:The tenth generation of A19-AVirB12 strain;
4 :The fifteen generation of A19-AVirB12 strain;
5:The twentieth generation of A19-AVirB12 strain;
6 : The twenty-fifth generation of A19-AVirBI12 strain;

7

: Negative control; 8. Al19; M. DL2000 DNA

marker.
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Fig. 5 Identification of A19-AVirB12 in vivo with BALB/c
mice by PCR
M. DL2000 DNA marker; 1. The first generation
of A19-AVirB12 strain; 2: The second generation of
Al19-AVirB12 strain; 3:
A19-AVirB12 strain; 4: The fourth generation of
A19-AVirB12 strain; 5: The fifth generation of
A19-AVirB12 strain; 6: Negative control; 7: Al9
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Tab. 1

Determination on virulence of A19 and A19-AVirB12 strains

Days post-challenge

Mean weight of spleen No. bacteria per

Strain CFU of inoculation
/g gram spleen(CFU/g)
Al19 1.0 xX10° 0.27+0.02 2.37+0.22X10°
A19-AVirB12 1.0 xX10° 0.25+0.01 2.01£0.16X10°

%2 Al19 1 A19-AVirB12 3 BALB/c R BB RPN

Tab. 2 Protection of immunized mice against 2308 strain

challenging

Brucella of
No. BALB/c
Group ) 2308 load
mice
(CFU/ spleen)

A19 group 10 3.15+0. 18"
A19-AVirB12 group 10 2.99+0. 22°
PBS control group 10 5.77+0. 34"

H:RGEERBARNS FRERRERBE (P
0.05) , JA bR A [F] 7 BE R i 25 22 57 A8 .3 (P=>>0. 05) .

Note: The difference between data with the different
small letter within a column is significant (P<C0. 05), and
the difference between data with the same small letter within

a column is not significant (P=>0. 05).
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