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Isolation and identification of the first strain
of Enterohemorrhagic Escherichia coli 0157 : H7 isolated from
a patient with infectious diarrhea in Guizhou Province, China

WEI Xiao-yu, YOU Lii, TTAN Ke-cheng, TANG Guang-peng, WANG Ding-ming

(Research Institute of Infectious Disease Control and Prevention, Guizhou Provincial Center

for Disease Control and Prevention, Guiyang 550004, China)

Abstract: In this study, we aimed to isolate and identify Enterohemorrhagic Escherichia coli O157 + H7 {rom a patient with
infectious diarrhea in Guizhou Province, and then detect virulence genes. Feces from a diarrhea patient were enriched in mEC
broth. The E. coli O157 was primary screened by Gold-immunochromatograpy assay (GICA), then followed by immunomag-
netic bead separation (IMS) for the isolation of EHEC 0157 from positive enrichment medium. Isolates were conducted with
biochemical identification, sero-groups testing, specific PCR identification and virulence genes detection. Results showed that
GICA was positive and EHEC O157 suspicious colonies were cultured by IMS, The strain was identified as E. coli O157 : H7
by sero-type and specific PCR. The virulence genes of eaeA, stx2 and hly were tested positive, and the stxl was negative. The
laboratory diagnostic result showed that the isolate from a patient with infectious diarrhea was EHEC O157 * H7. It is the first
EHEC 0157 ¢ H7 strain isolated from a patient with infectious diarrhea in Guizhou Province.
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Tab.1 Primers used in laboratory
L Annealing Length of
Primer sequence(5'-3")
temperature/°C  amplification fragment/bp
rfbEO157")  F-5'CGGACATCCATGTGATATGG3' 60 259
R-5'TTGCCTATGTACAGCTAATCCS'
flicH7™ F-5'GCGCTGTCGAGTTCTATCGAGCS' 55 550
R-5'CAACTGTGACTTTATCGCCATTCC3'
stx1t] F-5'CCCGGATCCATGAAAAAAACATTATTAATAGCS' 52 285
R-5'CCCGAATTCAGCTATTCTGAGTCAACGS'
stx2t F-5' AAGAAGATGTTTATGGCGGT3' 55 285
R-5'CACGAATCAGGTTATGCCTC3'
hlyt? F-5'GCATCATCAAGCGTACGTTCCS' 60 534
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caeAl?] F-5'GACCCGGCACAAGCATAAGCS' 60 384
R-5'CCACCTGCAGCAACAAGAGG3'
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