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Abstract: We conducted the detection the Francisella spp. nucle acid from H yalomma asiaticum asiaticum that main dis-
tribution is on railway line area from China-Kazakhstan border. The free-living ticks were collected and then identified by mor-
phological and molecular methods. After species identification, they were detected by PCR targeting 16S rRNA and sdhA of
Francisella spp. The amplified products were sequenced and the sequences was analyzed by using the Blast. A phylogenetic tree
was constructed using MEGA 6 software. A total of 243 fleas were identified as H. asiaticum asiaticum. Only 35 samples were
detected for Francisella spp. positive and the positive rate was 14. 4 %. Sequence analysis showed that two different sequences
(seql and seq2) and all belong to Francisella-like endosymbionts (FLLEs). Phylogenetic analyses showed that two FLEs were
belong to the same cladd. This is first detection of FLEs nucleic acid from H. asiaticum Railway line area of China-Kazakhstan
border.
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Fig. 1 H. asiaticum asiaticum
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g9 FLE- Dermacentor variabilis-USA (AY805306)

62

FLE- Dermacentor variabilis-USA (AY805305)

FLE- Dermacentor variabilis-USA (AY795979)
FLE- Dermacentor variabilis MV-USA (AY805307)

| FLE- Dermacentor occidentalis-USA (AY805304)
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87| FLE. Dermacentor occidentalis-USA (AY375402)

FLE- Dermacentor albipictus-Canada (AY375394)
FLE- Dermacentor hunteri-USA (AY375399)
FLE- Dermacentor andersoni-USA (AY375397)

64 | FLE- Dermacentor andersoni-USA (FJ468434)

FLE- Dermacentor nitens-Ecuador (AY375401)

A A F. sp. Hyalomma asiaticum-Seq1
85 |A F. sp. Hyalomma asiaticum-Seq2

FLE- Hyalomma aegyptium-Bulgaria (HQ705172)

— FLE- Dermacentor auratus-Thailand (JQ764628)
FLE- Ornithodoros moubata symbiote B-Japan (AB001522)
FLE- Dermacentor auratus-Thailand(JQ764629)

FLE- Hyalomma truncatum-Namibia (JF290387)
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93 'FLE- Hyalomma rufipes-Hungary (KJ522773)

FLE- Hyalomma marginatum-Bulgaria (HQ705170)

FLE- Amblyomma varanense-Thailand(JQ359609)
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FLE- Amblyomma geoemydae-Thailand (KT387826)
FLE- Dermacentor reticulatus-Hungary (EU234535)
FLE- Dermacentor reticulatus-Bulgaria (HQ705173)
67| FLE- Dermacentor reticulatus-Bulgaria (HQ705173)(2)
F. hispaniensis FSC454-Sweden (CP018093)
F.sp. Fn5p1-Spain (FJ997642)
L— F.sp. WenZhou-China (KU507069)
F. -like cl 039¢c-soil-USA (AY968286)
——F. -like cl 034a-soil-USA (AY968283)
I— F. tularensis subsp. holarctica LVS-Germany (AJ698866)
F. tularensis subsp. novicida-USA (NR115349)
F. tularensis subsp. tularensis-USA (AY968225)
F. tularensis subsp. mediasiatica FSC-Germany (AJ698863)
F. tularensis subsp. tularensis SCHU S4-USA (AJ749949)

Francisella-like cl 039d soil-USA (AY968300)
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4535;‘_ F. -like cl 027a soil.USA (AY968287)
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Fig.2 Francisella and Francis endosymbiont of 16 S rRNA genetic evolutionary tree
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