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Abstract: In order to provide scientific basis for the control and prevention of anthrax by the epidemiological characteristic
of Bacillus anthracis. The 409 samples including 388 from outside environment, 19 from patients and 2 from animals in differ-
ent regions of Guizhou Province from 2012 to 2015 were used for B. anthracis isolatation and identification by using the tradi-
tional Gram staining, penicillin inhibition experiments and bacteriophage lysis test. The B. anthracis genome DNA was ampli-
fied using PCR based on 15 variable number of tandem repeats (VNTR) . respectively. The amplification length of each VNTR
locus was obtained by capillary electrophoresis. The copy numbers of tandem repeat sequence were subsequently analyzed with
the software of NTsys 2.10e. The results showed that 34 B. anthracis strains were isolated from 409 specimens with positive
rate of 8.31%. The positive rates of soil and skin lesion exudate samples were 9.68% (33/341) and 5.88% (1/17), respectively.
Among the four years, the year 2015 was with highest positive rate of B. anthracis, with positive rate of 48.72% (19/39).
MLVA-15 genotyping showed that the 34 isolates were typed into 3 MLLVA-15 types. Clustering analysis showed that the 34 i-
solates divided into A and B clusters. Clade A was further divided into Al and A2 clade. Most isolates come from the same re-

gion or year was closely clustered. Results of this study sug-
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Tab.1 Detection results of B. anthracis strains from different type of samples in Guizhou from 2012 to 2015
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Fig.1 Cluster analysis of MLVA for B. anthracis from

2012 to 2015 in Guizhou
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