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Abstract: We studied the serovars and PFGE types of Salmonella in patients with infectious diarrhea from 2013 to 2014,
in order to provide scientific basis for the prevention and control of salmonellosis in Guiyang City. A total of 432 samples of
stool specimens of diarrheal patients from 4 sentinel hospitals were collected to isolate Salmonella strains. The isolated Salmo-
nella strains were further analyzed via serotypes and PFGE pattern. The positive rate of the surveillance Salmonella in Guiyang
was 8.1%(35/432). The ratio of male and female was 1.5 ¢ 1. Salmonella infection was most in 0~5 years old. The positive
rate was 8.91%.The difference of isolated rates of Salmonella was not statistically significant (P =0.052) in the four seasons.
Nine serovars were identified in the 35 isolates. The most prevalent were Salmonella enteritidis and Salmonella typhimurium ,
account for 31.43% and 25.71% respectively. Eleven strains of Salmonella enteritidis were divided into 8 PFGE types, 9

strains of Samonella typhimurium were divided into 9 PFGE types. showed great genetic diversity. Results showed Salmonel-

la enteritidis and Salmonella typhimurium were the domi-
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Srar Mate Diswict Sowrce Qe sarotyps PEUL-Xalptern
GZSM201419 Guayang  human 4y S Ententidis TECL L No0e
GZSM201424 Gueyang  human 1y S Ententidis JEGXO] CNDNC
GZSM201312 Gusyang  human Ty S Entenidis TEGXD1 CNO%

| GZSM201320 Guiyang  human  10m  SEntertidis  EUX01CNown
GZSM201415 Guyang  human 5m S Entenndis TEGNOL (N4
GZSM201313 Guwyang  human 11m S Enlentidis TEGN®1ONo0s
GZSM201315 Guyang  human &m S Ententdis LGNS L UNOMe
GZSM201322 Guiyang  human 1y S Enterntidis IECNG L CN00?
GZ5M201329 Guyang  human 1y S Ententidis IELIXS1 CNva?
GZSM201331 Gusyang  human 2m S Ententidis TEGNST 3007
GZSM201416 Guyang  human 1y SEntentidis 11 N0

2013—2014 EXZPATESHRGI P IFX D ITH PFGE BRER

Clustering results of PFGE patterns of S. enteritidis strains from infectious diarrheal patients in Guiyang

Inatnct Age e PEUE- X b -pastem

GZSM201420 Guiyang om S Typhimurium  IPXX0LCNI0|
GZSM201422 Guiyang 10m S. Typhimurium IFXX01ONOC

. GZSM201308 Gulyang 1y S Typhimunum IFXX01CONION
GZSM201418 Gulyang S Typhimurium  IMX%01.CN0004
GZSM201311 Gulyang  11m S Typhimurium IXX01 NI
GZSM201326 Guiyang Hm S. Typhimurium IPXX01 CN000S
GZSM201417 Guiyang S. Typhimurium WXX01 CNOOT
GZSM201310 Guiyang 7m S Typhimunium IPXXO1 CNOD
GZSM201328 Gulyang 37y S Typhimurium XNOLCONU

501 R 5 %835 113 PRGE B 45 R

Fig.2 Clustering results of PFGE patterns of S. typhimurium strains from infectious diarrheal patients in Guiy-

ang from 2013 to 2014
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