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Typing distribution and characteristics of Yersinia enterocolitica in Lu’an,China

GAO Da-wei', ZHANG Feng', CHEN Zhi-chao', CHANG Hong-wei',
ZHANG Li-mei', CHEN Bei-lei', DUAN Ran®

(1.Lu’an Center for Disease Control and Prevention, Lu’an 237000,China ;

2. Chinese Center for Disease Control and Prevention, Beijing 102206, China)

Abstract: To investigate the distribution characteristics of Yersina enterocolitis and to provide scientific basis for prevention
and treatment in the Lu’an area, through the detection for Y.enterocolitica in diarrhea patients, poultry and livestock, flies and
frozen refrigerated food in Lu’an City in 2018,isolation, culture, biochemical, serological and molecular biological tests were
performed on the collected samples. Results showed that a total of 617 samples were collected in 2018, 38 strains of Y. entero-
colitica were detected, the detection rate was 6.16%. And Y. enterocolitica was detected in 8 species from 10 species. The
highest detection rate in pig manure was 25% , the positive case-control samples, with a detection rate of 11.76%. The detec-
tion rate was 8.33% in chicken manure and dog manure. The pathogenic Y. enterocolitica was O:3 serotype and the gene distri-
bution was ail+, ystA+, yadA-+, virF+, ystB—. And detected only in pigs . Y. enterocolitica was detected in the inner
wall of refrigerator and in pigs for the first time in the patients'with Y. enterocolitica. Molecular typing showed that the simi-
larity between strains and host animals was 100% by PFGE. In conclusion, distribution characteristics of Y. enterocolitica in
this city is that the main carriers of Y. enterocolitica are pigs with the highest infection rate. They all are pathopoiesia Y. en-
terocolitica. As for other, the livestock, flies and refrigerated foods are also common exist. It is worth noting that Y. enteroco-
litica was first detected in the refrigerator wall of Y. enterocolitica patients and in pigs. It is suggested that family environment
and livestock are the high risk factors for infection. It also provides a direction for the prevention and treatment of Y.enterica

patients.
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Tab.1 Detection Rate of Y.enterocolitica in Lu’an City in 2018
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Tab.2 Serum distribution of Y.enterocolitica in different

types of samples in 2018
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Tab.3 Independent gene carriers of Y.enterocolitica

from different types of samples in 2018
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Tab.4 Thirty-eight strains of Y.enterocolitica : comparison

of biochemical reaction patterns and serotypes
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Fig.1 PFGE band pattern of 18 strains of Y.enterocolitica
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